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Luděk Cienciala, Lucie Ciencialová,
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Events, Causality, and Concurrency in Membrane Systems . . . . . . . . . . 209
Gabriel Ciobanu, Dorel Lucanu

P Systems with String Objects and with
Communication by Request . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . . 228
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